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First lab activity
(DNA extraction from apricot leaves and agarose gel) 
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Genomic DNA band
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Second lab activity

(PCR amplification of six microsatellite loci) SAMPLES
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WE 26-05-2021Third lab activity
(polyacrylamide gel electrophoresis of PCR products) 



Can you draw any hypothesis on the possible parental relationships between 
individuals?

WE 26-05-2021Fourth lab activity
(some questions that could be addressed by this experiment) 

Does the “X” individual show any similarity with the known accessions?

What is the degree of genetic similarity between the six accessions?

What can you tell about the possible resistance to PPV virus for these accessions? 

Which accession(s) would you employ in a marker-assisted breeding (MAS) program 
targeting Sharka resistance? 

Calculate the genetic distance matrix and the Heterozygosity (He) for the six SSR loci
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WE 26-05-2021Fourth lab activity
(data collection and analysis) 

170 bp

160 bp

Locus CD195SSR

ES
TR

EL
LA

HA
RC

O
T

FA
RD

AO

FR
U

IT
 (u

nk
no

w
n)

O
LI

M
P

PR
IM

AR
IS

RO
SA

190 bp

200 bp

180

220220

174

220

196

218

190

210 bp

220 bp

180180 bp

198
200

188

204

CD211SSR
Gol001

N86B11SSR2a
PacC3

UDA-025

CD195SSR

© 2021 Filippo Geuna - Università degli Studi di Milano



WE 26-05-2021Fourth lab activity
(data collection and analysis) 
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WE 26-05-2021Fourth lab activity
(data collection and analysis) 

Locus Gol001
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WE 26-05-2021Fourth lab activity
(data collection and analysis) 

Locus N86B11SSR2a
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WE 26-05-2021Fourth lab activity
(data collection and analysis) 

Locus PacC3
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WE 26-05-2021Fourth lab activity
(data collection and analysis) 

Locus UDA-025
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WE 20-12-2023Fourth lab activity
(the GenAlEx software: preparing data) 
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WE 20-12-2023Fourth lab activity
(some questions that could be addressed by this experiment) 
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WE 20-12-2023Fourth lab activity
(some questions that could be addressed by this experiment) 
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WE 20-12-2023Fourth lab activity
(GenAlEx Tutorials) 
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WE 20-12-2023Fourth lab activity
(formatting the total distance matrix) 
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WE 20-12-2023Fourth lab activity
(formatting the total distance matrix) 
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Ten characters

Add "7"



WE 20-12-2023Fourth lab activity
(the GenAlEx software)

Principal Component Analysis 
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WE 20-12-2023Fourth lab activity
(the GenAlEx software)

Principal Component Analysis 
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WE 20-12-2023Fourth lab activity
(the GenAlEx software)

Principal Component Analysis 
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WE 20-12-2023Fourth lab activity
(the PHYLIP package and the relative documentation) 

http://evolution.genetics.washington.edu/phylip.html

http://koti.mbnet.fi/tuimala/oppaat/phylip2.pdf

A primer to phylogenetic analysis using
the PHYLIP package

Jarno Tuimala - Fifth Edition

http://evolution.genetics.washington.edu/phylip.html
http://koti.mbnet.fi/tuimala/oppaat/phylip2.pdf


WE 20-12-2023Fourth lab activity
(the PHYLIP package and the relative documentation) 
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Fourth lab activity
(creating the dendrogram through “Neighbor” of the PHYLIP package) 

http://evolution.genetics.washington.edu/phylip/doc/neighbor.html

http://evolution.genetics.washington.edu/phylip/doc/neighbor.html
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Fourth lab activity
(creating the dendrogram through “Neighbor” of the PHYLIP package) 

UPGMA

Neighbor Jo
ining
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Fourth lab activity
(identifying the genomic regions of the SSR loci analyzed) 

Using	the	sequences	of	Forward and	Reverse primers	for	each	SSR	locus	it	is	possible	to	identify	
their	location	and	sequence	in	the	reference	genomes	of	Prunus species	(i.e.	Peach,	Apricot,	
Prunus	mume).
A	comparison	can	be	done	with	the	SSR	allele	length	of	the	genomic	sequence(s)	in	the	reference	
sequence.

Hint: use	the	Phytozome database	that	has	proven	effective	at	locating	short	primer	sequences.


